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FIGURE IB: V„ DOMAIN B/ 71527^ 
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Anneal huV L or huV H oligomers to pAKl template 



1. Ligate 

2. Isolate assembled oligomers 

3. Anneal to pAKl template (XhoI~ Stul + ) 

4. Extend and ligate 




1. Transform E. coli 

2. Isolate phagemid pool 

3. Enrich for huN^ and huV H (Xfa> / + , Stul~) 

4. Sequence verify 
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